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Deaths attributable to antimicrobial resistance every year compared to other

A rezisztencia okozta betegségteher

major causes of death
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Az antibiotikum fogyasztas mintazata

Patterns of consumption of antibacterials according to the AWaRe classification of antimicrobial agents, EU/EEA countries, 2022

AWaRe: Access, Watch, and Reserve WHO classification of antimicrobials. EU target: Access agents should constitute at least 65% of total consumption
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Széles és sz(ik spektrumu szerek aranya

ECDC/EFSA/EMA secondary indicator for consumption of antibacterials for systemic use (ATC group J01) in the hospital sector*
ECDC/EFSA/EMA secondary indicator for consumption of antibacterials for systemic use (ATC group J01) in the community *
EU/EEA countries, 2023
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ESCAPE
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* Enterococcus (VRE)
 Staphylococcus (MRSA)

* Clostridioides difficile

* Acinetobacter baumannii (MACI)
* Pseudomonas aeruginosa

* Enterobacterales
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DALYs per 100000 population
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Nagy betegsegteher

Cassini Lancet Infect Dis. Allel et al. Lancet Planet Old.enkamp etal 2019
2019 19(1):56-66. Health. 2023 7(4):e291-e303.  Environ. Res. Lett. 14 034003
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Antibiotikumok a kérnyezetben
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Az antibiotikumok dkotoxikologiaj
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| 2018/19 | 2022/23 | 2028/25
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)@ A rezisztencia
g terjedése

* A kdrnyezetben nemcsak
maguk a rezisztens
baktériumok terjednek,
hanem a rezisztenciat
okozo géneket hordozdé
strukturak (plazmidok) is
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